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Figure 11. Coordinated Modification of Chromatin

The transition of a naive chromatin template to active euchromatin (left) or the establishment
of repressive heterochromatin (right), involving a series of coordinated chromatin modifica-
tions. In the case of transcriptional activation, this is accompanied by the action of nucleo-
some-remodeling complexes and the replacement of core histones with histone variants

(yellow, namely H3.3).
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